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In Supplementary Fig. 3 of this Article, the sequence given for CR1B_HAdV-D19a in the alignment shown is incorrect, and should have been identical to that listed for CR1B_HAdV-D37. A correct version of Supplementary Fig. 3 appears below as [Figure 1](#f1){ref-type="fig"}, and a table of GenBank accession numbers and amino-acid boundaries used for cloning the viral proteins in this study appears below as [Table 1.](#t1){ref-type="table"}

The gene sequences utilized for production of the HAdV-D19a and HAdV-D37 CR1β recombinant proteins were correct. However, despite having identical sequences, a discrepancy was found for the binding partners identified for these two proteins in the subsequent interactome analysis: HAdV-D37 interacted with CD45, ISLR2 and LILRB2 receptors, whereas HAdV-D19a CR1β protein bound to CD45 and ISLR2. The reasons for these differences have not yet been conclusively determined; however, it should also have been noted that proteins D19 CR1b, D23 CR1b, D39 CR1b, D43 CR1b, D47 CR1b and D51 CR1b were expressed in CHO cells, whereas the remaining proteins, including D37 CR1b, were expressed in HEK293 cells. It is therefore possible that the use of different cell types underlies the differences in binding data. The specific proteins that were expressed in CHO cells should have been listed in the Methods section of the paper, where the cell types used were stated.
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###### GenBank accession numbers and amino-acid boundaries utilized for cloning of each of the viral proteins in this study.
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